
Open AccessISSN: 2155-9821

Journal of Bioprocessing & BiotechniquesPerspective 
Volume 14:05, 2024

CRISPR-Cas9-Driven Stable Expression of Exogenous Proteins 
in CHO Cells via Site-specific Integration
Andong Ales*
Department of Process and Life Science Engineering, Lund University, Lund, Sweden

*Address for Correspondence: Andong Ales, Department of Process and Life Science 
Engineering, Lund University, Lund, Sweden, E-mail: andongales@gmail.com
Copyright: © 2024 Ales A. This is an open-access article distributed under the 
terms of the creative commons attribution license which permits unrestricted 
use, distribution and reproduction in any medium, provided the original author 
and source are credited.
Received: 02 September, 2024, Manuscript No. Jbpbt-24-153232;  Editor 
Assigned:  04 September, 2024, PreQC No. P-153232;  Reviewed:  17 
September, 2024, QC No. Q-153232; Revised: 23 September, 2024, Manuscript 
No. R-153232;  Published:  30 September, 2024, DOI: 10.37421/2155-
9821.2024.14.634

Introduction
The process of CRISPR-Cas9-mediated stable expression begins with 

the introduction of the Cas9 nuclease, which creates a Double-Strand Break 
(DSB) at a predetermined site in the genome. Along with this, a donor DNA 
template, which carries the desired exogenous gene, is introduced into the 
cell. The cell’s DNA repair machinery then repairs the DSB, incorporating the 
donor gene into the target site. This method allows for the precise insertion of 
the gene into the desired locus, eliminating the randomness associated with 
traditional integration methods. In the case of CHO cells, this site-specific 
integration can be particularly valuable for creating high-yield, stable cell lines 
that express the target protein consistently over time. The use of CRISPR-
Cas9 to achieve stable expression has the potential to overcome several 
key limitations associated with older techniques, such as random integration 
and poor expression stability, thereby improving the overall productivity 
of CHO cell-based systems. One of the key advantages of CRISPR-Cas9-
mediated site-specific integration is the ability to control the integration site. 
In traditional gene insertion techniques, the transgene integrates randomly 
into the genome, often resulting in the silencing of the transgene or reduced 
expression due to integration into less favorable genomic regions [1]. The 
advent of CRISPR-Cas9 technology has revolutionized genetic engineering 
and molecular biology, offering unprecedented precision in genome editing. 
Among its many applications, the ability to achieve stable expression of 
exogenous proteins in mammalian cells stands out, particularly in the context 
of Chinese Hamster Ovary (CHO) cells, which are the workhorse of the 
biopharmaceutical industry. CHO cells are widely used for the production 
of therapeutic proteins, including monoclonal antibodies, enzymes, and 
other biologics. However, the process of incorporating foreign genes into 
the genome of CHO cells in a stable and efficient manner has traditionally 
been challenging. Conventional methods often rely on random integration 
of transgenes, which can lead to variable expression levels and instability 
of the product over time. In contrast, CRISPR-Cas9-mediated site-specific 
integration provides a more reliable and controlled means of achieving stable 
transgene expression. This approach offers significant advantages in terms of 
precision, efficiency, and the potential for streamlined production of biologics 
at a large scale.

Description
Randomness can lead to the generation of cell populations with varying 

expression levels, making it difficult to identify clones that consistently produce 
the target protein at high levels. By contrast, site-specific integration ensures 
that the gene is inserted at a predetermined location within the genome, 
such as the safe harbor loci, which are known to support stable and high-
level expression. This targeted approach increases the likelihood of achieving 

high and consistent protein expression in CHO cells, which is critical for the 
production of biopharmaceuticals. Moreover, site-specific integration reduces 
the chances of disrupting essential genes or regulatory regions in the host 
genome, which could lead to deleterious effects on cell growth or product 
quality. The incorporation of CRISPR-Cas9 into CHO cell line development 
represents a significant advancement over traditional methods such as viral 
transduction or plasmid-based systems. With viral systems, the insertion of 
the transgene is often inefficient and unpredictable, and there is also the risk 
of introducing unwanted mutations or alterations to the host genome. Plasmid-
based methods, while relatively simple, also rely on random integration, which 
can lead to unstable transgene expression and low production yields. CRISPR-
Cas9, on the other hand, provides a more streamlined and efficient approach 
by allowing for the precise and stable insertion of the gene at a known locus 
in the CHO genome. Additionally, CRISPR-Cas9 enables the use of multiple 
genetic modifications within a single cell, making it a powerful tool for 
engineering CHO cells with optimized properties for the production of complex 
proteins. This capability is particularly important for the production of biologics 
that require multiple modifications or post-translational modifications, such as 
glycosylation patterns, which can be fine-tuned in the host cell using CRISPR-
based techniques [2].

In addition to its precision and efficiency, CRISPR-Cas9-mediated site-
specific integration offers several other advantages that make it an attractive 
choice for the biopharmaceutical industry. One of these is the ability to select 
for cells that have successfully integrated the exogenous gene at the desired 
site. This is typically done by co-selecting for a selectable marker, which is 
included in the donor template along with the target gene. The selectable 
marker allows researchers to identify and isolate cells that have undergone 
successful integration, ensuring that only the desired clones are selected for 
further expansion and protein production. Furthermore, the use of CRISPR-
Cas9 enables the creation of clonal populations of cells that express the target 
protein at high levels, eliminating the need for time-consuming screening and 
optimization steps that are often required with traditional methods. This can 
significantly reduce the time and cost associated with the development of 
stable CHO cell lines for large-scale protein production. Despite the numerous 
benefits, there are challenges that need to be addressed in order to fully realize 
the potential of CRISPR-Cas9-mediated stable expression in CHO cells. One 
of the main challenges is the efficiency of the genome editing process. While 
CRISPR-Cas9 has proven to be highly efficient in many model systems, the 
process of introducing exogenous genes into CHO cells can still be relatively 
inefficient, particularly when compared to other cell lines that are more 
amenable to genetic manipulation. The difficulty in achieving efficient delivery 
of the Cas9 and donor DNA template into CHO cells remains a significant 
barrier, and researchers are actively working on improving delivery methods, 
such as electroporation, lipid-based transfection, and viral vectors, to enhance 
the efficiency of genome editing in these cells [3].

Another challenge is the potential for off-target effects, which can occur 
when the Cas9 nuclease cleaves DNA at unintended sites, leading to unwanted 
genetic alterations. While advances in CRISPR technology have led to the 
development of more precise Cas9 variants with reduced off-target activity, 
the risk of off-target mutations remains a concern, particularly when working 
with complex mammalian genomes. To mitigate this risk, researchers are 
using high-fidelity Cas9 variants and employing careful design of the guide 
RNA to minimize off-target effects. Additionally, various screening methods, 
such as next-generation sequencing, can be used to identify and eliminate 
clones with off-target mutations, ensuring that only cells with the desired 
genetic modifications are selected for further development. The regulatory 
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landscape surrounding CRISPR-Cas9-based genome editing in mammalian 
cells, particularly for biopharmaceutical applications, is another factor that 
must be carefully considered. Regulatory agencies, such as the U.S. Food 
and Drug Administration (FDA) and the European Medicines Agency (EMA), 
have established guidelines for the use of genome-editing technologies in 
the development of biologics. These guidelines address concerns related 
to the safety and efficacy of genetically modified cell lines, including the 
potential for unintended genetic changes and the long-term stability of the 
cell lines. As CRISPR-Cas9 technology becomes more widely adopted in 
biopharmaceutical manufacturing, regulatory agencies will need to update 
and refine their guidelines to account for the specific challenges and risks 
associated with genome editing in CHO cells [4].

Looking forward, CRISPR-Cas9-mediated stable expression of exogenous 
proteins in CHO cells holds tremendous potential for improving the efficiency 
and productivity of biopharmaceutical manufacturing. As the technology 
continues to evolve, it is likely that CRISPR will become an indispensable 
tool for optimizing CHO cell lines and enabling the production of high-quality 
biologics. The ability to precisely manipulate the genome of CHO cells opens 
up new possibilities for improving protein yield, enhancing product quality, and 
reducing the time and cost associated with the development of therapeutic 
proteins. Furthermore, CRISPR-Cas9 could facilitate the production of more 
complex proteins, such as bispecific antibodies, therapeutic enzymes, and 
vaccines, by enabling precise modifications to the CHO genome that are 
tailored to the specific needs of the biologic [5].

Conclusion 
CRISPR-Cas9-mediated site-specific integration represents a 

groundbreaking approach to stable protein expression in CHO cells, offering 
significant advantages over traditional methods. Its precision, efficiency, 
and ability to create high-yield, stable cell lines make it an ideal tool for 
advancing the production of biopharmaceuticals. While there are challenges 
to overcome, including efficiency, off-target effects, and regulatory hurdles, 
the potential for CRISPR to revolutionize the biopharmaceutical industry is 
immense. As the technology matures and its applications expand, CRISPR-
Cas9 will undoubtedly play a key role in the future of biologics manufacturing, 
driving innovation and enabling the production of life-saving therapies more 
efficiently and at a larger scale.
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